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Cytochrome c release, (472) 293; (473) 27 

Cytochrome oxidase, (468) 239 

Cytochrome P450, (486) 173 

Cytochrome P450.am. (477) 157: (479) 149 
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1-Deoxy-p-xylulose 5-phosphate reductoisomerase, (473) 328 
1-Deoxy-b-xylulose 5-phosphate reductoisomerase gene, (481) 221 
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DNA double-strand break repair, (478) 67 

DNA glycosylase, (476) 73 

DNA gyrase, (471) 173 

DNA hybridization array, (480) 37 

DNA methylation, (467) 47; (476) 203 
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Electron spin echo envelope modulation, (477) 113 
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Elicitin, (466) 213 

Embryoid bodies, (476) 218; (478) 151 
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Four-helix bundle, (473) 195; (477) 99 gas! product, (481) 152 
Four-a-helix bundle (Aa )>. (478) 61 Gastrin-releasing peptide preferring receptor, (473) 207 
Fourier transform infrared spectroscopy, (473) 259: (474) 238: (475) GATA, (466) 310; (467) 341 

278; (477) 151 Gating, (473) 188 
Fragment, (475) 52 GB subunit, (476) 208 
Fragment complementation, (476) 296 GBy. (472) 297 
Frame-shift, (482) 102 GD1a-replica peptide, (466) 381 
Free radical reductase, (473) 145 GDP/GTP exchange, (467) 75 
Frog, (466) 249 GDP/GTP exchange factor, (474) 16 
Frog oocyte, (475) 145 Gelsolin, (473) 71 
From structure to function, (476) 8 Gender difference, (473) 173 
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Glioma cell, (471) 187 

Gloeothece, (468) 231 

GLT-1, (484) 74 

a-1,4-Glucan, (471) 219 

1,3-B-Glucan synthase, (478) 105 
Glucoamylase, (471) 251 

Glucocorticoid, (465) 103 


Glucocorticoid modulatory element binding protein, (468) 203 


Glucocorticoid receptor, (485) 195 
Gluconeogenesis, (475) 163; (479) 89; (480) 277 


f-Galactosidase, (470) 370; (471) 7; (473) 165; (474) 87 Glucose, (481) 209 
Galactosylation, (473) 165, 349 Glucose 6-phosphate dehydrogenase activity, (466) 139 
§1.4-Galactosyltransferase, (473) 165 Glucose 6-phosphate dehydrogenase deficiency, (466) 139 
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Glucose absorption, (474) 223 

Glucose autoxidation, (470) 47 

Glucose metabolism, (469) 77: (473) 24 

Glucose transport, (471) 103; (472) 153 

Glucose transporter, (481) 261, 266 

Glucose-6-phosphate dehydrogenase, (475) 145, 257 

B-Glucosidase, (468) 166 

Glucosylceramidase, (472) 17 

Glucosyltransferase, (469) 173 

Glucuronidation, (471) 1; (475) 131 

Glucuronide, (470) 309 

Glutamate, (478) 147: (485) 13 

Glutamate receptor, (475) 278 

Glutamate release, (473) 265 

Glutamate transporter, (484) 74 
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S-Glutathiolation, (482) 237 

Glutathione, (467) 337; (469) 47; (470) 211; (473) 145; (475) 65; (476) 
253 

Glutathione peroxidase, (475) 121; (486) 19 

Glutathione transferase, (465) 169 

Glutathione transferase Pi, (486) 163 
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Glycation, (481) 0 

Glycerol, (472) 159 

Glycerol transport, (475) 291; (481) 293 

Glycine decarboxylase complex, (484) 12 

Glycine transport, (470) 51 

Glycine transporter 2, (480) 283 

Glycogen phosphorylase, (466) 121 

Glycogen synthase, (466) 121 

Glycogen synthase kinase-3, (476) 262; (485) 87: (486) 38 

Glycogen synthase kinase-3B, (465) 34; (485) 99 

Glycogen synthesis, (475) 145 

Glycohydrolase, (473) 89 

Glycolysis, (480) 261 

Glycopeptide, (473) 237; (483) 32 

Glycoprotein, (473) 165: (476) 38 

O-Glycoprotein, (473) 358 

Glycosaminoglycan, (477) 249; (482) 154 

Glycosidase, (484) 175 

B-Glycosidase, (467) 195 

Glycosome, (484) 82 

Glycosphingolipid, (475) 247 

Glycosyl phosphatidylinositol, (483) 32 

Glycosyl transfer, (466) 40 

Glycosylation, (468) 79; (473) 349; (476) 179: (478) 276; (486) 320 

O-Glycosylation, (469) 24 

Glycosyl-phosphatidyl inositol anchor, (480) 142 

Glycosyltransferase, (472) 105; (476) 186 

GM-CSF, (477) 55 

Golgi, (476) 32 

Golgi apparatus, (470) 25: (471) 151: (484) 202; (486) 2 

Gonadotropin-releasing hormone, (472) 241 

Gonococcus, (478) 260 

gp41, (477) 145 

gp120, (477) 123 

gp130, (468) 120; (470) 15 

GPI anchor, (481) 159 

GPI-anchored protein, (481) 152 

Granulocyte, (469) 52: (475) 39 

Grayanotoxin, (465) 18 

Grb2, (472) 129; (480) 113 

Grb7, (467) 91 

Green fluorescent protein, (466) 327; (470) 83, 263; (471) 235; (479) 
127, 131; (482) 209; (485) 29 

Green fluorescent protein fusion protein, (466) 101 

Green fluorescent protein targeting, (470) 147 

Greening, (474) 133: (486) 243 

GroEL, (466) 75; (477) 151 

GroES, (466) 75; (471) 211 

Group X secretory phospholipase A>, (478) 187 

Growth, (475) 257 

Growth arrest, (477) 67 

Growth arrest-specific gene 6, (466) 197 

Growth factor, (481) 3 

Growth hormone, (472) 276; (486) 213 

Growth hormone secretagogue, (486) 213 


Growth inhibition, (481) 152 

GRP94, (471) 151 

GS-GOGAT, (476) 282 

GTP binding, (472) 117 

GTP binding domain, (484) 29 

GTP hydrolysis, (484) 29 

GTPase, (467) 184; (470) 61 

GTPase activating protein, (469) 88; (477) 99 
GTP-binding protein, (466) 148; (468) 84 
GTP-¥S, (479) 46; (483) 109 

Gtse-1, (481) 57 

Guanidine hydrochloride, (473) 183 

Guanidine thiocyanate, (473) 183 

Guanine nucleotide exchange. (484) 29 

Guanine nucleotide exchange factor, (477) 213 
Guanosine 3’,5’-cyclic mononucleotide, (478) 246 
Guanosine-triphosphate, (478) 253 

Guanylyl cyclase, (483) 143 

Guard cell, (486) 93 

Gut-enriched Kriippel-like factor, (473) 95; (476) 203; (477) 67 
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H*/Ca** antiport, (482) 225 

H* -pyrophosphatase, (468) 211 

H* -transport, (480) 265 

H>-forming methylenetetrahydromethanopterin dehydrogenase, (485) 
200 

HaCaT cell, (474) 195 

HaCaT keratinocyte, (467) 326 

Haematococcus, (473) 337 

Hair follicle, (481) 53 

Half-met, (474) 228 

Haloarcula marismortui, (470) 216 

Halobacterium salinarum, (466) 67 

Halophilic archaeon, (470) 216 

Halothane, (478) 61 

Halotolerance, (471) 224 

Hammerhead ribozyme, (473) 106 

Hamster, (476) 179 

HA-tagging, (480) 255 

HCN channel, (479) 35 

hCNT1, (481) 137 

Heat shock, (474) 5: (480) 165 

Heat shock factor, (472) 271 

Heat shock protein, (465) 98 ; (470) 232: (472) 14, 271; (475) 283: (478) 
133: (485) 153 

Heat shock response, (478) 271 

Heat stress, (470) 365 

HEK-293, (473) 132 

HEK-293 cell, (478) 166 

Helicobacter pylori, (469) 155; (481) 96 

Helix, (472) 148 

a-Helix, (466) 341 

Hemagglutinin, (467) 179 

Hematopoietic cell, (469) 14 

Heme, (477) 95 

Heme biosynthesis, (480) 213 

Heme metabolism, (471) 61 

Heme oxygenase, (471) 61 

Heme protein, (470) 203 

Hemochromatosis, (484) 271 

Hemofiltrate, (480) 147 

Hemoglobin, (472) 221 

Hemozoin, (477) 95 

Hen lysozyme, (480) 175 

Heparan sulfate proteoglycan, (486) i59 

Heparin, (468) 115; (477) 199; (480) 169 

Heparin cofactor II, (484) 87 

Hepatitis B virus, (478) 127 

Hepatitis B virus capsid, (481) 169 

Hepatitis B virus X protein, (483) 114 
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Hepatocyte, (466) 135: (469) 208: (474) 175: (481) 209; (483) 160 

Hepatocyte doublet, (466) 112 

Hepatocyte growth factor, (470) 325 

Hepatocyte isolation, (466) 187 

Hepatocyte nuclear factor 4a, (479) 41 

Hepatoma cell, (465) 64 

Heredity, (486) 200 

HERV-K, (472) 191 

HERV-K cORF, (468) 65 

Heterochoromatin protein |, (467) 17 

Heterocyst, (476) 282 

Heterodimer, (475) 187 

Heterologous expression, (473) 132; (481) 8, 293 

Heteronuclear single quantum coherence, (468) 149 

Heterotrimeric G protein, (470) 25: (476) 208 

Hevea brasiliensis, (478) 119 

Hexokinase, (475) 145; (484) 61 

HFE, (484) 271 

hFKBP12, (478) 39 

Hic-5, (474) 179 

High affinity binding, (479) 15 

High mobility group protein, (485) 47 

High molecular weight isoform, (468) 6 

High osmolarity glycerol pathway, (472) 159; (483) 87 

High pressure nuclear magnetic resonance, (470) 11 

High-affinity, (484) 74 

High-affinity choline transporter, (484) 92 

High-affinity transporter, (475) 65 

High-density filter array, (480) 95 

Higher plant, (481) 240 

High-performance liquid chromatography, (473) 349 

Hippocampus, (467) 263: (469) 159: (470) 269: (479) 106 

Hirudin, (477) 199 

Histamine, (466) 148 

Histamine H1 and H2 receptor, (473) 345 

Histidine kinase, (478) 227 

Histidine residues, (476) 190 
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Histone, (467) 169 

Histone acetylation, (467) 169 

Histone deacetylase |, (476) 248 

Histone deacetylation, (478) 77 

Histone variant, (467) 169 

HIV-1, (469) 191; (471) 169: (477) 145 

HIV-1 reverse transcriptase, (484) 43 

HL-60, (475) 39; (476) 240 

HL-60 cell, (470) 281 

HMG box, (481) 147 

'H NMR spectroscopy, (468) 161; (478) 147; (484) 169 

Holoenzyme, (484) 48 

Homeobox protein, (475) 170 

Homocysteine, (486) 159 

Homologous pairing, (477) 129 

Homologous recombination, (485) 29 

Homology model, (475) 11 

Homology modeling, (482) 119 

Homotetramer, (482) 113 

Hordeum, (480) 306 

Hordeum distichum, (473) 292; (484) 55 

Hormone, (478) 141 

Hormone nuclear receptor, (479) 41 

Housefly, (470) 135 

Hox11, (475) 170 

HPLC, (486) 243 

HPV-16 E6, (470) 221 

HPV-16 E7, (470) 221 

H-Ras P21, (477) 151 

HslU ATPase, (477) 224 

HSP47, (466) 19 

Hsp70, (467) 348 

HSP70, (474) 5 

HSP70, (485) 153 

Hsp90, (467) 111 

HT-29 cell, (474) 107: (477) 67 

Human, (467) 231, 321; (468) 33: (471) 205; (472) 276: (474) 66, 175: 
(484) 199 

Human 2-macroglobulin, (467) 235 

Human adipocyte, (475) 150 
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Human annexin I, (484) 241 

Human cathepsin B, (475) 157 

Human chromosome, (475) 167 

Human c-Kit, (482) 54 

Human cytomegalovirus, (471) 215 

Human endogenous retrovirus, (472) 191 

Human endothelial cell, (485) 122 

Human erythrocyte, (473) 89 

Human erythrocyte spectrin, (485) 81 
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Human immunodeficiency virus-1, (485) 47 

Human insulin receptor. (481) 8 

Human neuroblastoma, (473) 233; (481) 271 

Human Per gene, (486) 315 
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Human protein disulfide isomerase, (466) 317 

Human respiratory syncytial virus, (467) 279 

Human rhinovirus 2A proteinase, (480) 151 

Human sphingosine kinase, (473) 81 

Human topoisomerase II a, (480) 201 
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Humulon, (465) 103 

HUPI, (468) 225 

Hxt2, (471) 103 

Hydration, (465) 173 

Hydrogen exchange, (472) 27 

Hydrogen peroxide, (466) 213: (474) 53; (475) 121: (477) 175; (479) 25: 
(486) 10 

Hydrogen sulfide, (476) 8 

Hydrogenase, (485) 200 

Hydroperoxidase, (475) 117 

Hydrophobicity, (484) 144 

Hydrostatic pressure, (470) 370; (475) 283 

4-Hydroxy-2-nonenal, (473) 249: (481) 117: (486) 270 
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a-Hydroxyl fatty acid, (478) 26 
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Hydroxylamine, (478) 133 
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Hydroxysteroid sulfotransferase. (475) 61 

Hydroxytyrosol, (468) 159: (470) 341 

Hyperfine sublevel correlation spectroscopy, (474) 228 

Hyperglycemia, (473) 207 

Hyperoxia, (476) 253 

Hyperprocessing, (472) 187 

Hypersensitive site, (467) 268 

Hyperthermophile, (467) 101 

Hyphantria cunea lectin, (467) 70 

Hypochlorous acid, (483) 155 

Hypomethylation drug, (467) 47 

Hypoxia, (468) 53; (482) 125 

Hypoxia-inducible factor-1 (HIF-1), (468) 53 
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IBB domain, (484) 29] 
Ich-1S-binding protein, (470) 360 
Icosahedron, (482) 261 
Idebenone, (467) 105 

IgA, (467) 268 

IgA1 protease, (472) 287 

IgE. (467) 239 

IgE-binding, (484) 102 
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IGF-1, (469) 57 

IxB, (485) 53 

IxB kinase, (472) 196 

IKK, (474) 141 

IL-2, (477) 55 

IL-6 signaling, (484) | 

lloprost, (484) 211 

Image analysis, (475) 218 

Imaging, (474) 137: (476) 145 

Immaturity, (467) 7 

Immediate early gene, (474) 213: (484) 189 

Immune surveillance, (467) 211 

Immunocytochemistry, (466) 29; (484) 285 

Immunodetection, (484) 194 

Immunofluorescence, (474) 93 

Immunoglobulin G, (473) 349 

Immunoglobulin gene, (467) 268 

Immunohistochemistry, (480) 2 

Immunoisolation, (469) 151 

Immunolocalization, (482) 125 

Immunomodulation, (467) 316 

Immunoprecipitation, (480) 137: (482) 189 

immunoreceptor tyrosine-based activation motif, (472) 235 

Immunoregulation, (483) 149 

Immunostaining, (473) 222 

Immunotherapy, (465) 39; (476) 266 

Immunotoxin, (472) 241 

Implicit solvent, (470) 257 

Importin, (467) 169 
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In vitro protein synthesis, (482) 185 
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Inactivation, (477) 161: (483) 125 

Indo-1, (486) 257 
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Inducible gene expression, (467) 123 

Inducible nitric oxide synthase, (472) 203: (478) 95; (483) 78 
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Inflammation, (468) 176; (469) 52: (470) 1; (472) 259; (485) 53: (486) 
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Inflammatory cytokine, (465) 23 

Inflammatory signal transduction pathway, (477) 219 

Influenza virus, (473) 195; (481) 113 

In-frame stop codon, (482) 102 

Inhibition, (470) 285; (471) 173; (475) 263 

Inhibition kinetics, (469) 203; (475) 1 
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Inositol polyphosphate multikinase, (468) 28: (486) 300 
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Insect immunity, (467) 70 

Insect sodium channel, (483) 175 

Insecticidal toxin, (483) 175 

Insertion sequence, (472) 22 

In-situ hybridization, (481) 73 
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Insulin, (466) 121; (467) 184, 226; (469) 163; (473) 24, 33; (479) 89; 
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Insulin receptor kinase, (479) 67 

Insulin receptor substrate, (472) 153; (482) 200 
Insulin release, (479) 46 

Insulin resistance, (469) 77; (472) 153 

Insulin signaling, (472) 153 

Insulin-like growth factor, (467) 226; (477) 27 
Integral membrane protein, (472) 78 
Integrase, (471) 169 

Integrin, (468) 234; (469) 52: (475) 89, 225; (486) 89 
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Integrin promoter, (474) 201 
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Intercalation, (470) 355 

Intercellular communication, (466) 112 
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Interleukin-1, (477) 73 

Interleukin-1 receptor type I, (477) 73 
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Interleukin-6, (470) 15; (485) 53: (486) 143 
Interleukin-9, (482) 200 

Interleukin-10, (480) 132 

Interleukin-12, (486) 261 

Interleukin-18, (481) 245 

Intermolecular nuclear Overhauser effect, (482) 109 
Intermolecular thiol-disulfide exchange reaction, (471) 177 
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Intersubunit contact, (483) 17 

Intestinal absorption, (475) 127 

Intestinal metabolism, (475) 127 
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Intracellular calcium, (484) 285 

Intracellular membrane, (476) 234 

Intracrine activity, (468) 6 

Intracytoplasmic membrane, (482) 215 
Intron, (473) 169; (474) 23 
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Invariant chain, (485) 67 

Invasin, (479) 111 

Inverse agonist, (485) 157 

Inverse Na*/glucose cotransport, (469) 98 
Inverted repeat, (467) 41 

Inward rectifier K channel, (466) 327 
Inwardly rectifying K channel, (466) 115 
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lon channel, (466) 26: (476) 129, 234 
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lon pump, (471) 99 

Ion selectivity, (466) 115 
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Iron, (466) 135; (480) 161; (483) 11 
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Iron metabolism, (484) 271 

Iron regulation, (485) 113 

Iron stress, (485) 173 

Iron-sulfur center, (466) | 

Iron-sulfur cluster, (466) 372: (479) 1 
Iron—sulfur flavoenzyme, (473) 63 

Irreversible neutral-pH inactivation, (475) 157 
Isa/IscA protein, (476) 134 
Ischemia/reperfusion, (485) 7 

Islet amyloid polypeptide, (470) 55 

Isochore, (471) 161; (472) 302 

Isoflavone, (468) 166; (475) 127 
(Iso)flavonoid, (469) 47 

Isoform, (466) 249 
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Isomerization, (469) 9 

Isopenicillin N synthase, (485) 142 L 

Isopenteny! diphosphate, (473) 328 

Isopenteny! diphosphate isomerase, (473) 328 

lsoprenoid, (477) 170 

Isoprenoid biosynthesis, (473) 328, 337; (481) 221 ; 

Isoprostane, (468) 33; (470) | a-Lactalbumin, (473) 269 

Isoproterenol, (486) 310 B-Lactam biosynthesis, (485) 142 

3-Isopropylmalate dehydrogenase, (468) 48 B-Lactamase, (470) 285 
B-Lactamase gene, (481) 164 
Lactase phlorizin hydrolase, (468) 166 
Lactoferrin, (469) 5 
Lacz, (486) 29 


J LamB, (476) 129 
Laminin, (470) 305: (482) 257 


Laminin cleavage, (465) 2 
Lamin-like protein, (480) 165 
LAN-5 cell, (475) 17 
Jacalin, (477) 190 Last step of the chlorophyll biosynthetic pathway, (486) 243 
JAK/STAT pathway, (477) 219 Late embryogenesis abundant protein, (480) 118 
Jak/STAT signaling, (470) 15 LC-MS, (469) 173 
Japanese eel, (465) 12: (469) 39 Leader peptidase, (476) 229 
Japanese encephalitis virus, (465) 74 Leader sequence, (484) 33 
Jasmonate, (467) 296 Leaderless secretion, (481) 245 
Junctin, (486) 178 Lectin, (469) 24: (474) 76: (476) 32: (477) 190 
Jurkat T lymphocyte, (469) 196 Lectin-like oxidized low-density lipoprotein receptor, (467) 217 
Jurkat T-cell, (475) 121 Legumain, (466) 244 
Leishmania donovani, (473) 203 
Lens, (478) 295 
Leptin, (466) 264; (475) 150 
Leptin receptor, (486) 33 
K Leucine zipper, (479) 15: (481) 147 
Leucine-rich acidic nuclear protein, (468) 171 
Leucine-rich repeat sequence, (481) 19 
Leukemia, (467) 291: (477) 203 
Leukocyte activation, (477) 84 
K* channel, (466) 351; (473) 188 Leukocyte recruitment, (466) 143 
K* inward rectifying current, (474) 43 Leukocyte-function-associated antigen-1. (468) 234 
K * -channel, (486) 117 Leukotriene C4, (474) 242 
K-562 cell, (470) 281 Lewy body, (474) 116 
Kaempferol, (471) 1 LFER, (475) | 
Kainate receptor, (469) 159 LHCI-730 heterodimer, (471) 89 
K(Ca) channel gene, (469) 196 Library, (480) 63 
KesA, (477) 37 Library screening, (480) 32 
170 kDa cytoplasmic linker protein, (465) 53 Licensing factor, (484) 17 
KDR/FIk-1, (473) 161 Lichen, (480) 301 
KDWK domain, (468) 203 Life cycle, (473) 212 
Keratin 4 promoter, (473) 95 Life span extension, (474) 159 
Keratin 5 promoter, (470) 263 Ligand, (466) 169; (484) 235 
Keratinocyte, (474) 201 Ligand binding, (467) 87, 226: (472) 312 
Keratinocyte cytotoxicity, (475) 71 Ligand binding domain, (476) 62: (484) 159 
Keratinocyte proliferation, (475) 78 Ligand specificity, (479) 118 
Ketone body, (466) 239 Ligand-binding domain, (479) 118 
Kidney, (466) 26: (486) 213 Ligandin function, (465) 169 
Kinase, (468) 37, 134; (477) 151 Ligand—protein interaction, (476) 62 
5-Kinase, (476) 160 Light harvesting complex, (471) 71; (475) 103 
Kinase activation loop, (469) 72 Light-dependent, (483) 47 
Kinase activity, (475) 107 Light-harvesting complex, (471) 89 
Kinesin, (466) 59 Light-harvesting complex II, (466) 385 
Kinesin-like protein, (470) 70: (486) 285 Lignin biodegradation, (477) 79 
Kinesin-related protein, (475) 47 Limb-girdle muscular dystrophy, (482) 13 
Kinetic deuterium isotope effect, (481) 289 Limonoid, (469) 173 
Kinetic model, (476) 113 Linoleic acid hydroperoxide, (466) 63 
Kinetic parameter, (476) 113 Lipase, (483) 139 
Kinetics, (467) 221: (473) 106 Lipid A, (465) 87 
Kininogen, (467) 165 Lipid bilayer, (469) 179 
Kir2.1, (466) 115 Lipid mediator, (478) 187 
Kir7.1, (466) 115 Lipid metabolism, (473) 333 
‘Knockdown’ resistance (kdr, super-kdr), (470) 135 Lipid peroxidation, (468) 33; (473) 145, 249; (474) 137; (481) 0, 117: 
Knowledge representation, (480) 42 (486) 49, 270 
Kringle domain, (474) 151 Lipid phase transition, (480) 123 
Ku, (467) 311; (481) 81 Lipid raft, (467) 326 
Kv1.5, (473) 188 Lipid second messenger, (476) 160 
Lipid—protein interaction, (480) 123 
Lipoamide dehydrogenase, (472) 57: (484) 12 
Lipolysis, (469) 77; (475) 150 
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Lipophilic peptide, (475) 71 

Lipopolysaccharide, (467) 160; (469) 5; (473) 113, 345: (478) 221: (483) 
57; (485) 53 

Lipopolysaccharide binding. (467) 70 

Lipopolysaccharide low responder, (478) 221 

Lipoprotein, (467) 57 

Lipoprotein(a), (478) 95 

Liposome. (466) 381: (467) 52: (472) 293 

Lipoxygenase, (468) 176: (474) 48: (480) 239 

15-Lipoxygenase-1. (467) 341 

Liquid chromatography—mass spectrometry, (471) | 

LIS1, (479) 57 

Lithium, (465) 34: (467) 321 

Liver, (466) 200, 239: (480) 132, 147 

Liver mitochondrion, (472) 5 

Liver regeneration, (470) 325 

Liver transport, (474) 242 

Liver X receptor, (484) 159 

Localization, (477) 190: (478) 9 

Long QT syndrome, (481) 197 

Long terminal repeat, (472) 191 

Loop exchange, (469) 57 

Loricrin, (481) 53 

Lovastatin, (484) 108 

Low density lipoprotein. (472) | 

Low density lipoprotein oxidation, (470) 47 

Low-abundance protein, (469) 155 

Low-affinity Ca** -binding, (466) 11 

Low-affinity EF-hand. (465) 129 

Low-density lipoprotein, (465) 83: (473) 249 

Low-density lipoprotein receptor, (479) 118 
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Oxygen evolution, (480) 271 Pattern discovery, (480) 17 
Oxygen free radical, (469) 5 PAX4. (480) 101 
Oxygen radical, (476) 8: (477) 175: (486) 217 PB2, (481) 113 
Oxylipin, (466) 63 Pb(I1), (473) 67 
Oxysterol, (478) 113 PC12 cell, (472) 39. 143; (477) 273: (482) 169, 257: (484) 189 
Oyxgenase, (485) 142 PD 153035, (474) 195 
PDGF-RB, (471) 51 
PDZ domain, (480) 55, 249: (482) 54, 65 
Pegl/ Mest, (472) 230 


Penetratin, (482) 265 
Pp Pentose phosphate pathway, (475) 145; (480) 261 
Pepstatin, (481) 101 
Peptaibol, (466) 333 
Peptide, (466) 75 
Peptide binding, (469) 168; (481) 249 
12p12. (473) 233 Peptide conformation, (470) 139 
‘1 P, (480) 127 Peptide hormone receptor, (469) 142 
P protein, (467) 279 Peptide hormone receptor activation, (470) 331 
P2, (468) 11 Peptide nucleic acid, (473) 241 
P2Y receptor, (475) 39 Peptide synthetase, (467) 117 
P2Y};. (475) 39 Peptide YY, (475) 150 
P2Y>. (475) 39 Peptide-binding domain, (465) 98 
PS5abce, (466) 273 Peptide—lipid interaction, (477) 145 
p1s!S*4>_ (470) 161 Peptidyl-prolyl cis/trans isomerase. (478) 39 
pisit>. (483) 160 Per, (477) 106 
plo'S*4*_ (470) 161 Perl, (465) 79 
pis'S84*_ (470) 161 Per2. (465) 79 
P19 cell, (473) 19 Perfusion, (477) 89 
pl9!NK4_ (470) 161 Peribacteroid membrane, (465) 110 
p21 'P!, (483) 160 Peripheral blood monocyte/macrophage lineage, (473) 345 
p21¥4F (472) 50 Peripheral mononuclear cell, (476) 240 
p21**"', (470) 211 Peripheral nerve, (467) 249 
p27"?! , (472) 50 Permeability transition, (481) 42 
p38, (474) 169 Permeability transition pore, (466) 305; (472) 293: (478) 29; (480) 89 
p38 MAP kinase, (465) 23 Peroxidase, (471) 245 
p38 Mitogen-activated protein kinase, (467) 253: (476) 198: (485) 94, Peroxidation, (466) 165 
117; (486) 23 Peroxide, (476) 52 
p42 Mitogen-activated protein kinase, (478) 39 Peroxin, (476) 42 
p53. (465) 124: (470) 77, 221: (474) 213; (477) 67: (478) 183: (485) 7 Peroxisomal enzyme, (476) 150 
p53 Conformation, (472) 93 Peroxisomal membrane protein, (471) 23 
p53 Protein, (481) 152, 159 Peroxisomal membrane targeting, (471) 23 
p53-Binding protein 2, (465) 124 Peroxisomal protein import, (476) 42 
p53-Inducible gene, (481) 57 Peroxisome, (466) 183; (471) 23 
p56"* , (480) 226 Peroxisome proliferator, (473) 85: (478) 4 
p57*'P?_ (483) 160 Peroxisome proliferator-activated receptor, (471) 34: (473) 333; (475) 
p85, (466) 96 201: (478) 4: (482) 71: (486) 261 
p97 ATPase, (466) 287 Peroxisome proliferator-activated receptor activation, (471) 119 
p130, (471) 29 Peroxisome proliferator-activated receptor 6 agonist, (473) 333 
pl190 RhoGAP, (472) 117 Peroxisome proliferator-activated receptor-@ null mouse, (475) 163 
P450 content, (466) 187 Peroxyacetic acid, (479) 149 
Paclitaxel, (478) 221 Peroxyl radical, (484) 139 
PA-FABP, (486) 149 Peroxynitrite, (466) 187: (468) 89: (475) 93: (484) 207; (486) 19 
Pain, (467) 249; (481) 131 Peroxyzome proliferator-activated receptor, (467) 259 
Pairing, (485) 35 Pertussis toxin, (477) 273; (483) 109 
Palmitoylation, (468) 231: (478) 173 Pervanadate, (467) 61 
Palmitoylcarnitine, (478) 19 Petunia hybrida, (467) 353 
Palytoxin, (482) 144 PEX11, (484) 82 


83 


S4 


PGE synthase. (471) 78 

P-glycoprotein. (466) 219 

PGYI/MDRI, (475) 181 

pH, (466) 351: (476) 113 

pH gating, (473) 195 

PH stability, (469) 29 

PH translocation pathway, (480) 271 

Phage display, (471) 229: (475) 225: (476) 296: (480) 49, 55, 231 

Phage lambda, (476) 129 

Phage-displayed random peptide library, (466) 381 

Phagocytosis, (467) 253: (485) 147 

Phagosome, (478) 178 

Phanerochaete chrysosporium, (477) 79 

Pharmacology. (483) 175 

Phenobarbital. (471) 78 

Phenol. (468) 159 

Phenotype. (484) 169 

Phenotypic modulation, (469) 67 

Phenylalanine replacement. (467) 37 

Phenylalanyl-tR NA synthetase. (467) 37 

Phenylpropanoid metabolism, (467) 117 

Pheromone signaling. (467) 111 

Philadelphia” -acute lymphoblastic leukemia. (466) 367 

PhoA, (478) 13 

Phorbol |2-myristate | 3-acetate, (473) 42; (477) 244 

Phorbol ester, (473) 113 

Phosducin-like protein, (480) 184 

Phosphatase, (467) 321: (468) 37 

Phosphate starvation, (486) 155 

Phosphatidic acid, (476) 160 

Phosphatidy! serine. (465) 47 

Phosphatidylcholine, (479) 51: (484) 280: (486) 63 

Phosphatidylethanol. (486) 63 

Phosphatidylethanolamine, (476) 277: (481) 0 

Phosphatidylinositol, (479) 51 

Phosphatidylinositol 3-kinase, (466) 355; (472) 45, 203; (473) 113, 217, 
222; (476) 218: (485) 147; (486) 38 

Phosphatidylinositol 3,4,5-trisphosphate, (473) 217 

Phosphatidylinositol 3,4-P,. (473) 222 

Phosphatidylinositol 4-phosphate 5-kinase. (476) 160 

Phosphatidylinositol 5-phosphate, (475) 57 

Phosphatidylinositol phosphate. (473) 280 

Phosphatidylserine, (482) 205 

3’-Phosphoadenosine 5’-phosphate, (467) 321 

Phosphodiesterase, (480) 277 

Phosphoenolpyruvate carboxykinase, (481) 209; (483) 114 

6-Phosphofructo-2-kinase, (480) 261] 

Phosphoinositide, (486) 230 

Phosphoinositide 3-kinase, (484) 184: (485) 62 

Phospholamban, (481) 255 

Phospholipase. (483) 109 

Phospholipase A>, (466) 135, 292: (471) 34: (475) 242: (478) 187: (484) 
61 

Phospholipase A» inhibitor, (485) 76 

Phospholipase A» receptor. (478) 187 

Phospholipase C, (466) 228; (469) 44: (481) 240: (486) 230 

Phospholipase Cyl]. (470) 273: (472) 45: (486) 136 

Phospholipase D. (467) 326: (473) 10: (475) 242: (479) 51: (486) 63 

Phospholipid, (471) 34; (477) 249: (486) 57 

Phospholipid flip-flop. (476) 277 

Phosphorelay in Escherichia coli, (470) 118 

Phosphorothioate, (473) 106 

Phosphorylation, (465) 34: (466) 267: (467) 17, 279: (471) 83. 151: 
(472) 117: (474) 233: (475) 111, 131: (477) 106: (478) 183: (479) 83: 
(480) 25, 226: (482) 44: (484) 265: (485) 99: (486) 230, 270 

Phosphorylation site, (467) 239 

Phosphotyrosine phosphatase inhibitors, (478) 233 

Photo-activated affinity modification, (477) 263 

Photoactive yellow protein, (486) 52 

Photoaffinity labeling. (486) 43 

Photoconversion, (480) 306 

Photocycle, (466) 67: (472) 263: (482) 247 

Photoinduced destabilization, (467) 52 

Photoinhibition, (483) 169; (486) 191 

Photoisomerization, (482) 252 

Photopigment, (473) 316 

Photoprotection, (481) 101 

Photoreaction, (476) 171 
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Photoreceptor, (470) 107: (482) 247 

Photosynthesis, (467) 285: (469) 9: (477) 113: (479) 72 

Photosynthetic antenna complex, (480) 73 

Photosynthetic gene, (479) 19 

Photosynthetic oxygen evolution, (477) 113 

Photosynthetic reaction center, (472) 114 

Photosystem, (483) 169 

Photosystem I, (471) 89: (479) 72: (485) 173 

Photosystem II. (467) 137: (475) 103: (477) 113: (480) 271 

Phototransduction, (470) 336 

Phycobilin lyase. (469) 9 

Phycobiliprotein, (469) 9 

Phycocyanin, (483) 169 

Phylogenetic analysis, (473) 139; (482) 31 

Phylogenetic relationship, (476) 3 

Phylogeny. (473) 316 

Physiological function, (484) 169 

Phytase, (472) 169 

Phytochrome, (469) 9; (470) 107: (482) 252 

Phytoestrogen, (468) 166 

Phytosulfokine-a, (470) 97 

Phytotoxin, (480) 301 

PI 3’-K. (471) 51 

PI 3-kinase, (465) 69: (484) 179 

Pichia pastoris, (468) 137 

Picornain 2A, (481) 289 

Picornavirus, (480) 151 

Picosecond time-resolved fluorescence. (477) 157 

Pigment biosynthesis, (486) 243 

Pim-1, (467) 17 

Pineal, (468) 181: (473) 316 

Pineal organ, (483) 143 

Pinus, (477) 237 

Pituitary adenylate cyclase activating polypeptide. (469) 142: (484) 189 

value, (477) 21 

PKC, (484) 179 

Placental alkaline phosphatase. (469) 163 

Plant, (471) 161: (472) 302: (475) 139: (476) 78. 145: (480) 255; (483) 
43: (486) 73 

Plant mitochondria, (474) 53 

Plant mitochondrion, (470) 88: (475) 213 

Plant telomerase regulation, (467) 305 

Plasma, (475) 52 

Plasma desorption mass spectrometry, (465) 87 

Plasma membrane, (482) 225; (484) 125 

Plasma membrane calcium pump, (483) 99 

Plasmid R 1. (466) 389 

Plasmin, (474) 151 

Plasminogen, (474) 151 

Plasminogen activation, (476) 166 

Plasminogen activator inhibitor |, (475) 192 

Plasminogen activator inhibitor type 2, (482) 75 

Plasmodium, (471) 165 

Plasmodium falciparum, (476) 84; (484) 246 

Plasticity. (477) 99 

Platelet, (466) 197, 355: (467) 201: (468) 189: (470) 113: (473) 119: 
(475) 57, 89: (484) 199 

Platelet activation, (471) 12: (477) 199; (484) 184 

Platelet aggregation, (483) 155 

Platelet shape change, (466) 70 

Platelet-activating factor, (469) 44: (479) 57, 63 

Platelet-activating factor acetylhydrolase, (479) 57 

Platelet-derived growth factor, (477) 27 

Platelet-derived growth factor receptor, (472) 129 

Platelet-derived growth factor/vascular endothelial growth factor 
family, (475) 97 

PLC-y1. (471) 51 

Pleckstrin homology domain, (478) 216, 253 

Pleiotropic drug resistance. (470) 156 

Plexin, (486) 68 

Plipastatin, (485) 76 

Pmp22p. (471) 23 

Point mutation, (472) 14 

Pokeweed antiviral protein, (472) 241 

Pol, (466) 233 

Polo kinase, (483) 37 

Poly(ADP-ribose) polymerase, (474) 11 

Polyamine oxidase. (476) 150 
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Polyene macrolide, (478) 137 Protease activated receptor, (477) 199 

Polymer statistic, (466) 283 Protease-activated receptor-2, (484) 285 

Polymerization, (476) 155 Proteasome, (472) 62: (477) 193: (478) 109 
Polymorphism, (466) 264: (473) 149: (486) 163 Proteasome f-subunit, (466) 213 

Polymorphonuclear leukocyte. (467) 253; (474) 137 14-3-3 Protein, (473) 292: (474) 48: (480) 217 

Polymyxin B, (470) 151 Protein, (466) 283 

Polyoma virus enhancer binding protein 2a. (470) 125 Protein array, (480) 32 

Polyomavirus, (467) 359 Protein carbonyl, (473) 85 

Polyomavirus VP1. (478) 281 Protein chimera, (485) 189 

Polypeptide release factor, (472) 213 Protein complex, (476) 8 

Polyphenol. (470) 341 Protein crystallography, (475) 205 

Pore, (485) 57 Protein design, (484) 144 

Pore structure, (482) 144 Protein disulfide isomerase, (466) 19; (475) 89: (484) 246 
Porin, (469) 93: (476) 129 Protein domain, (473) 1: (479) 93: (484) 164 

Positron emission tomography, (467) 211 Protein engineering, (467) 31, 37 

Posttranscriptional gene silencing. (467) 41 Protein evolution, (466) 283 

Post-transcriptional modification, (467) 175 Protein expression, (480) 226 

Post-translational modification, (465) 173: (473) 292. 358: (475) 131 200-Protein family. (474) 38 

Potassium, (480) 179 Protein fluorescence, (484) 144 

Potassium channel, (474) 99: (477) 37: (480) 137: (481) 197; (482) 59 Protein folding, (465) 169: (466) 283: (470) 203: (471) 7. 177: (472) 67: 
Potassium ion, (477) 37 (473) 199: (476) 38: (480) 118 

Potassium transport, (486) 93 Protein fusion, (482) 209 

Potato carboxypeptidase inhibitor, (472) 27 Protein identification, (480) 25 

Potato leafroll polerovirus, (484) 33 Protein import, (480) 271 

Potentiometric stain, (475) 218 Protein interaction, (465) 53; (472) 88: (484) 164 
Poxvirus. (475) | Protein interaction module, (480) 49, 55 

PPAR, (484) 37 Protein kinase, (466) 200; (471) 141, 151: (475) 213; (477) 258: (480) 
PPR motif, (480) 255 244: (481) 63: (485) 35 

PRAME., (466) 367 Protein kinase A, (466) 130: (474) 146: (486) 310 
Preadipocyte, (469) 77 Protein kinase B, (478) 253: (482) 200: (486) 38 
Precoupling. (485) 157 Protein kinase C. (469) 159: (470) 315: (472) 45: (473) 265: (483) 27: 
Prediction, (486) 267 (484) 113: (486) 136 

Prenyltransferase, (481) 68 Protein kinase C @, (482) 97 

Presenilin, (465) 53 Protein kinase C 6, (469) 111 

Pressure, (477) 89 Protein kinase C C. (472) 153 

Pressurization, (470) 370 Protein kinase CK2, (466) 363 

Pre-steady-state kinetics, (472) 312 Protein kinase inhibitor, (473) 265 

pre-tR NA, (472) 179 Protein kinase phosphatase, (470) 350: (475) 213 
Primary hepatocyte, (478) 141 Protein kinase specificity, (466) 91 

Primary quinone, (472) 114 Protein ligation, (468) 155 

Primary response, (465) 28 Protein monolayer. (471) 56 

Primary structure, (474) 76 Protein motion, (470) 257 

Primate. (475) 167 Protein nitration, (466) 187: (473) 119 

B-Prism II fold, (468) 19 Protein oligomer, (466) 35 

Prk, (481) 205 Protein oxidation, (482) 237 

Proadrenomedullin N-terminal 20 peptide. (473) 207 Protein P19, (466) 389 

Procalcitonin, (466) 155 Protein phosphatase, (475) 213: (481) 217 

Processed gene, (473) 233 Protein phosphatase 1. (466) 121: (484) 113: (485) 87 
Processivity, (467) 333 Protein phosphatase-2A, (485) 87 

Procollagen, (466) 19 Protein phosphorylation, (466) 200: (475) 213: (480) 217: (481) 63: 
Procyanidin, (465) 93 (483) 104 

Product specificity, (481) 68 Protein processing. (484) 194 

Proenteropeptidase activation, (466) 295 Protein regulation, (470) 51 

Progesterone, (466) 279 Protein S, (475) 135 

Progestin, (465) 12 Protein sequencing. (477) 263 

Programmed cell death, (476) 118 Protein solubilization, (476) 208 

Prohormone convertase | and 2. (473) 135 Protein sorting, (475) 175: (482) 1 

Prohormone sorting, (481) 37 Protein splicing. (476) 301: (480) 221 

Prolamellar body. (480) 306 Protein stability, (475) 22 

Proliferation, (477) 258; (478) 166: (482) 200: (486) 252 Protein structure, (472) 78 

Proline, (472) 148 Protein synthesis. (468) 73; (470) 281; (471) 128: (477) 229 
Proline isomerization, (480) 235 Protein synthesis inhibition, (486) 305 

Prolyl 4-hydroxylase, (466) i9 Protein targeting, (476) 22, 27 

Prolyl isomerase. (480) 118 Protein translocase, (476) 18 

Promoter, (467) 231: (471) 29 Protein translocation, (466) 389; (472) 88: (476) 22, 27: (486) 57 
Promoter activity, (483) 71 Protein translocation/targeting/export, (469) 61 
Promoter region, (480) 84 Protein transport, (467) 97: (470) 232 

Promoter sequence, (480) 17 Protein turnover, (478) 271 

Promoter—reporter construct, (482) 49 Protein tyrosine phosphatase, (465) 8: (468) 68 
Pronephros, (482) 37 Protein tyrosine phosphatase a, (484) 235 
Pro-opiomelanocortin, (481) 37 Proteinaceous inhibitor, (475) | 
N-Propanoylmannosamine, (478) 276 Proteinase, (486) 247 

N-Propanoylneuraminic acid, (478) 276 Proteinase 3, (473) 154 

Propeptide, (469) 203 Protein-carbohydrate interaction, (469) 155 
Prostacyclin receptor, (484) 211 Protein—peptide interaction, (472) 208 

Prostaglandin, (468) 33: (470) 1: (471) 78: (473) 76: (475) 242 Protein—protein interaction, (466) 377: (468) 68: (473) 1. 37: (475) 232: 
Prosthetic group, (483) 165 (478) 227: (480) 25, 55, 217: (484) 17 

Protease, (471) 169: (475) | Proteoglycan, (478) 52: (482) 242 


85 


SO 


Proteoliposome, (482) 225 

Proteolysis, (466) 385; (471) 7 
Proteolysis susceptibility, (480) 235 
Proteome, (480) 2 

Proteomics, (469) 155; (480) 25, 37: (486) 149 
Prothymosin @, (467) 150 

Proton cotransport. (466) 225 

Proton pump. (469) 137: (485) 1: (486) 155 
Proton pumping, (470) 7 

Proton transfer, (470) 375 

Proton translocation, (468) 211: (476) 93 
Protonation-induced conformational change, (481) 101 
Proton-motive force, (468) 239 
Protonophoric effect, (471) 108 

PSE-4, (470) 285 

P-selectin, (477) 84 

Pseudogene, (468) 109; (478) 89 
Pseudoknot, (470) 345 

Pseudomonas, (476) 312; (483) 139 
Pseudomonas aeruginosa, (470) 285 
Pseudomonas syringae, (478) 26 
Pseudonaja textilis, (473) 303 

PSP24, (468) 189 

P-type ATPase, (471) 99 

P-type ATPase ZntA, (473) 67 

P-type ion-motive ATPase, (482) 144 
PTZ 17. (479) 146 

Purification of silefrin, (472) 267 
Purinoceptor, (475) 287: (486) 217 

PY motif, (466) 377 

Pyranine, (482) 225 

Pyrethroid, (470) 135 

Pyrimidine, (467) 27 

Pyrimidine synthesis, (484) 261 
Pyrococcus furiosus, (484) 261: (486) 195 
Pyrococcus horikoshii, (467) 195 
Pyrodictium, (467) 101 

Pyruvate, (481) 117 

Pyruvate dehydrogenase complex, (484) 12 
Pyruvate formate-lyase. (466) 45 
Pyruvate regulation, (481) 141 


Q 


Quality control, (476) 32 

Quantum yield. (475) 103 

Quaternary protein structure, (482) 189 
Quaternary structure, (469) 93 
Quercetin, (471) | 

Quinone reductase, (466) | 


R 


Rab escort protein, (468) 155 
Rab], (477) 49 

Rab3A. (474) 66 

Rab7, (468) 155 

RABIS8, (474) 43 

Rabbit masseter, (481) 255 
RabGGTase. (468) 155 

Rac. (482) 139: (486) 68 
Rac], (475) 273: (476) 52 
Rad9, (481) 122 

Rad24, (472) 254 

Rad53p. (471) 141 

Radial diffusion assay. (468) 137 
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Radiation inactivation, (468) 211] 
Radical enzyme. (466) 45 

Raf-1, (475) 273 

Rainbow trout model system, (465) 115 
Ralstonia eutropha, (466) 259 
Ramachandran plot, (465) 8 

Raman spectroscopy. (471) 128 
Random mutagenesis. (479) 127 

Rap], (467) 184: (477) 213 

Rapeseed. (467) 296 

Ras, (469) 88: (474) 184: (477) 99: (481) 205: (482) 169: (485) 183 
ras oncogene, (481) 31 

Rat. (466) 239: (475) 127; (482) 131 

Rat brain, (481) 177: (486) 136 

Rat brain a@-subunit, (470) 135 

Rat brain membrane, (467) 81 

Rat corpus luteum, (472) 137 

Rat hepatoma, (484) 74 

Rat islet. (474) 66 

Rat kidney, (473) 173 

Rat liver, (466) 183: (482) 205, 237 

Rat liver mitochondrion, (478) 29: (480) 89 
Rat pheochromocytoma cells, (474) 184 
Rate constant, (472) 312 

Rational mutagenesis, (486) 173 

Raw starch hydrolysis, (471) 251 

Rhp9, (465) 165 

Reaction center, (466) 209; (467) 285 
Reactive oxygen intermediate. (472) 133 


Real-time PCR, (477) 89 

RecA, (477) 129: (480) 221: (482) 159 

RecA mutant, (477) 129 

RecA protein, (473) 53 

RecA-oligonucleotide complex. (473) 53 

Receptor, (467) 226: (468) 120: (470) 131; (484) 149: (486) 213 
Receptor activator of necrosis factor-KB ligand, (486) 23 
Receptor activity modifying protein, (471) 156: (486) 320 
Recognition site, (466) 385 

Recombinant APN. (467) 81 

Recombinant chimeric toxin, (472) 241 

Recombinant collagen, (469) 132 

Recombinant DNA. (486) 200 

Recombinant expression, (466) 244: (468) 137 
Recombinant light-harvesting complex II. (466) 385 
Recombinant production, (466) 192 

Recombinant protein, (471) 7: (474) 87 

Recombinant protein expression, (476) 179 
Recombinant protein production, (469) 61 

Recombinant synthesis. (467) 189 

Recombination, (477) 129 

Reconstitution, (473) 101; (484) 61 

Recycling. (486) 2? 

Red fluorescent protein, (479) 127. 131 

Redox, (470) 20: (472) 196: (476) 52 

Redox cycling, (472) 57 

Redox potential, (477) 21 

Redox reaction. (471) 61 

Redox regulation, (475) 121 

Redoxal, (467) 27 

Reducing subcellular environment. (467) 316 
Refolding. (486) 131 

Refolding barrier. (475) 157 

Regulation, (484) 235 

Regulation of gene expression. (466) 148 
Regulation of glycogen synthase kinase-3. (469) 111 
Regulation of transcription, (472) 19] 
Regulatory domain, (465) 59 

Regulatory function, (479) 67 

Regulatory protein, (480) 137 

Reh cell line. (466) 169 

Rehydration, (484) 55 

Reinitiation. (468) 73 

Renal tubular acidosis, (478) 147 
Reoxygenation injury, (477) 175 

RepA., (482) 180 

Repair, (467) 311 


Reactive oxygen species. (466) 165, 323: (468) 125: (470) 88, 211: (473) 
6: (476) 218, 253: (485) 94: (486) 19]. 25? 
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Repeat sequence, (475) 167 

Repeated motif, (470) 300 

Repetitive sequence, (473) 127 

Replication, (486) 14 

Reporter gene, (481) 19 

Reptile prion protein, (469) 33 

Rer2p, (477) 170 

Resensitization, (484) 211 

y Resolvase, (471) 147 

Resonance Raman, (474) 238; (482) 252 
Respiratory chain, (474) 165; (475) 84: (479) 1: (483) 62 
Respiratory control, (466) 130 

Respiratory distress syndrome, (467) 7 
Respiratory gene, (471) 201 

Response regulator, (478) 227 

Restin, (465) 53 

Restrictocin, (466) 87 

Retina, (473) 316 

Retinal photoreceptor cell, (483) 143 
Retinoblastoma, (486) 73 

Retinoblastoma protein family, (471) 29 
Retinoic acid, (469) 118: (473) 19 

Retinoid X receptor, (483) 114 

Retinol, (486) 49 

Retinopathy, (468) | 

Retrotransposon, (468) 109 

Retrovirus, (475) 7 

Rev. (481) 63 

Rev protein binding element RNA, (485) 47 
Reverse cholesterol transport, (484) 275 
Reverse transcriptase, (471) 169 

Reverse transcriptase polymerase chain reaction, (484) 194 
Reverse transcription-polymerase chain reaction, (476) 203 
Reversible neurotoxin, (474) 208 

Rev-like NES, (468) 65 

RFX1, (474) 23 

Rheumatoid arthritis, (465) 23 

Rhinovirus protease, (481) 289 

p0, (474) 

Rho, (477) 99; (481) 205; (482) 139: (484) 69; (485) 183 
Rho GTPase, (480) 287 

RhoA, (473) 10; (482) 97 

Rho-activated kinase, (473) 217 
Rhodamine, (472) 143 

Rhodanese, (470) 147 

Rhodnius prolixus, (477) 95 

Rhodobacter sphaeroides, (480) 73: (486) 52 
Rhodopseudomonas acidophila, (480) 73 
Rhodopsin, (473) 259 

Rhodopsin phosphorylation. (470) 336 
Rhodopsin-like protein, (482) 247 
Rhodospirillum molischianum, (480) 73 
Rho-GDI, (467) 75 

Rho-GTPase, (466) 70 

Rho-kinase, (466) 70: (475) 197 

Rho-type GTPase, (474) 16: (475) 273 

RIA for silefrin, (472) 267 

Ribonuclease, (466) 35 

Ribonuclease A, (468) 199; (471) 177: (472) 67: (477) 203 
Ribonuclease mimic, (481) 277 
Ribonucleotide reductase, (473) 212 
Ribosomal protein, (484) 22: (486) 195 
Ribosomal protein L2, (485) 153 
Ribosomal S6 kinase 1, (486) 38 

Ribosome, (476) 22 

Ribosome assembly, (484) 22 

Ribosome inactivating protein, (470) 239; (471) 169 
Ribotoxin, (466) 87 

Ribozyme, (466) 273: (472) 187: (485) 71 
Rice, (466) 107 

Rice 1Cys-peroxiredoxin, (486) 103 

Ricin super family, (482) 231 

Riftia pachyptila, (473) 237 

RIP, (468) 134 

RNA, (470) 355; (472) 93 

RNA binding, (483) 62: (485) 47; (486) 195 
RNA binding protein, (485) 153 

RNA cleavage, (481) 277 


RNA folding, (477) 49 

RNA helicase, (465) 74 

RNA interference, (479) 79 

RNA phage QB, (482) 261 

RNA polymerase, (478) 271: (481) 281: (485) 178 
RNA splicing. (465) 153 

RNA structure, (475) 181 
RNA-binding activity, (480) 255 
RNA-cleaving DNA enzyme, (481) 113 
RNA-mediated interference, (485) 35 
RNA-protein interaction, (477) 49 
RNA-riboprotein complex, (470) 319 
RNase 65, (472) 179 

RNase A, (466) 35 

RNase activity, (468) 11 

RNase P, (472) 187; (485) 71 

Rnd], (467) 91 

Rod, (480) 106 

Rod opsin, (469) 39 

Rodent cell, (472) 173 

Rod-like structure, (482) 261 
Rolipram, (477) 213 

Root expression, (475) 65 

Rotation, (470) 244: (472) 34; (483) | 
5S rRNA, (485) 153: (486) 195 
rRNA, (472) 187 

RTX toxin, (470) 173 

R-type current, (481) 235; (483) 125 
Rubisco, (481) 164 

Rubredoxin, (471) 191 

Runt domain, (470) 125 

Runx1, (470) 167 

Ruthenium red, (486) 257 
Ryanodine receptor, (472) 73: (486) 178 
Ryanodine receptor type 3, (471) 256 


S 


10Sa RNA, (470) 345 
$100 protein, (475) 187 
S100B, (486) 203 
S631C, (474) 111 
SAAS granin, (473) 135 


Saccharomyces cerevisiae, (467) 22, 111: (469) 137, 151: (470) 102: 
(471) 224; (475) 43, 111: (476) 134, 277, 301: (478) 26; (480) 265: 


(481) 8: (482) 25: (483) 62: (484) 48 
Salicylate, (470) 47 
Salicylic acid, (466) 213 
Saliva, (475) 232 
Salmonella enterica, (482) 81 
Salt effect, (468) 199 
Salt stress, (481) 240 
Sampling, (470) 257 
Saponaria officinalis, (470) 239 
Saposin C, (472) 17 
a-Sarcin/ricin loop, (466) 87 
Sarcoglycan, (482) 13 
Sarcolemmal binding. (482) 65 
Sarcoplasmic reticulum, (472) 73: (481) 255: (486) 178 
Satellite RNA, (485) 25 
Satellite virus, (485) 25 
Scaffold, (475) 225 
Scatchard analysis, (466) 169 
Scattering, (475) 11 
Schiff base, (472) 263 
Schistosoma, (466) 244; (470) 131 
Schizosaccharomyces, (472) 254 
Schizosaccharomyces pombe, (478) 105; (481) 105, 122 
Scilla campanulata agglutinin, (468) 19 
Scintillation proximity assay, (484) 159 
SCNSA, (467) 12: (479) 29 
Scolp. (485) 19 


SS 


Scorpine. (471) 165 

Scorpion, (483) 175 

Scorpion toxin, (469) 179: (470) 293: (486) 117 

Scramblase. (475) 232 

Scrambled protein, (473) 183 

Sec system, (467) 97 

SecA, (476) 18: (486) 57 

Second site mutation, (478) 192 

Secondary structure, (465) 59: (485) 81 

Secondary structure prediction, (470) 65 

Secretase, (483) 6 

Secretion, (466) 197: (476) 18: (482) 131: (484) 129 

Secretory leukocyte protease inhibitor-binding protein, (475) 232 

Secretory lysosome, (481) 245 

Secretory pathway, (466) 11: (475) 175 

Secretory phospholipase A, (478) 187 

SecY EG, (476) 18 

Sed5p, (469) 151 

Seed dormancy, (486) 103 

L-Selectin, (469) 5 

Selectivity, (476) 62 

Selenium, (466) 359 

Selenocysteine, (466) 359 

Self-assembly. (482) 261 

Self-incompatibility, (473) 139; (482) 102 

Self-oligomerization, (482) 269 

Semaphorin cd 100, (469) 208 

Senescence, (472) 14: (474) 159; (479) 19 

Septum formation, (481) 105 

Sequence, (483) 175 

Sequence alignment, (482) 119 

Sequence analysis, (470) 147 

Sequence comparison, (484) 43 

Sequence conservation, (477) 49 

Serine, (486) 230 

p-Serine, (474) 63 

Serine autophosphorylation, (479) 67 

Serine base-exchange, (482) 205 

Serine palmitoyltransferase, (474) 63 

Serine protease. (466) 295: (468) 220 

Serine protease inhibitor, (468) 137, 194 

Serine/threonine phosphorylation, (472) 153 

Serology, (485) 40 

Serotonin, (471) 56 

Serotonin transporter, (486) 136 

Serotonin transporter—drug interaction, (471) 56 

Serpin, (468) 194; (473) 297: (484) 87 

Ser-Thr phosphatase, (470) 211 

Serum albumin, (475) 251 

Serum amyloid A, (472) 259 

Serum amyloid P component, (465) 129: (473) 199 

Sex hormone, (473) 173 

SGLT1., (469) 98 

SH2., (467) 91 

SH2-B, (469) 72 

SH2-SH3, (472) 45 

SH3 domain, (480) 49, 55 

She, (472) 129; (480) 113 

Shear stress, (477) 89 

Shedding, (475) 52 

{s-Sheet. (470) 55, 173 

Shibata shift, (480) 306 

Shiga toxin, (485) 94 

Shrimp, (472) 122 

Sickle, (480) 179 

SigB, (485) 178 

Sigma factor, (485) 178 

Signal peptide, (467) 97: (476) 18: (481) 152: (484) 7 

Signal sequence, (478) 89; (486) 57 

Signal transducer, (472) 99 

Signal transducer and activator of transcription, (478) 100 

Signal transducer and activator of transcription 3, (486) 143 

Signal transducer and activator transcription factor, (480) 132 

Signal transduction, (465) 64: (466) 200; (467) 22; (468) 37, 120; (469) 
19, 142: (470) 350; (472) 235: (473) 259: (474) 169; (476) 52, 145, 


(485) 183: (486) 33, 275, 281 
Signaling. (473) 27: (474) 146: (478) 260: (480) 25 
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Signaling complex, (486) 275 

Signaling pathway, (467) 253: (478) 209; (486) 315 
Silefrin, (472) 267 

Silkmoth chorion protein, (479) 141 

Sim, (466) 80 

Simian immunodeficiency virus, (473) 15 

Single molecule. (472) 34: (476) 124: (480) 293 
Single-chain Fv, (475) 11 

Single-chain variable fragment, (467) 316 
Single-stranded DNA, (482) 180 

Singlet oxygen, (484) 280 

Site-directed mutagenesis, (465) 59. 145; (466) 183, 300, 363: (468) 48: 


(477) 118: (481) 68: (483) 139: (484) 102, 224 
Site-specific recombination, (471) 147 
SixA phosphatase, (470) 118 
Skeletal muscle, (466) 26: (474) 93: (477) 141; (481) 255; (482) 65 
Skeletal muscle mitochondrion, (475) 84 
Skin, (473) 127; (480) 156: (481) 53 
Skin fibroblast, (469) | 
SLG, (482) 102 
Sm32. (466) 244 
Smad anchor for receptor activation, (486) 107 
Small angle X-ray scattering, (482) 159 
Small conductance Ca** -activated K* channel, (469) 196 
Small G protein, (484) 275 
Small GTPase, (477) 213 
Small heat shock protein, (480) 79: (482) 175: (483) 169 
Small intestine, (471) 205 
Small proline-rich protein, (477) 268 
Small-angle scattering, (471) 211 
SMCX, (471) 17 
Smooth muscle, (467) 65: (469) 67: (475) 197: (479) 83: (482) 85 
Smooth muscle cell, (466) 29: (481) 193 
Snake venom toxin mediation, (466) 11 
SNARE protein, (470) 51 
SNI-2011, (477) 253 
SNS, (467) 249 
Sodefrin homologue, (472) 267 
Sodium azide, (468) 239 
Sodium channel, (467) 12, 249: (470) 135, 293; (473) 132: (479) 29 
Sodium channel-ligand, (479) 136 
Sodium compartmentation, (471) 224 
Sodium/proton antiporter, (471) 224 
Solanum tuberosum, (467) 245 
Solid-phase extraction, (481) 0 
Solid-state nuclear magnetic resonance, (482) 220 
Solt-Farber model, (470) 325 
Soluble MHC class II, (481) 249 
Soluble receptor, (471) 182 
Soluble urokinase receptor, (486) 237 
Solution structure, (478) 137: (485) 76 
Solvation effect, (478) 197 
Somatostatin, (465) 115 
Somatostatin analog, (481) 271 
Somatostatin receptor, (481) 271 
Somatotrophic receptor, (472) 276 
Son of sevenless, (482) 169 
Sorcin, (471) 197 
Sox, (481) 147 
Sox9, (466) 249 
SP1HSCR, (473) 139 
Species difference, (466) 255 
Specific DNA binding, (470) 125 
Specificity, (466) 87: (469) 203 
Spectrin, (466) 341 
Spectrin repeat, (476) 124 
Spectroscopy. (470) 107 
Sperm capacitation, (475) 251 
Sperm maturation, (465) 12 
Spermatogenesis, (480) 249 
Spermatogenic cell, (475) 251 
Spermiation, (465) 12 
Sphingolipid, (474) 63: (475) 247: (478) 260: (482) 85 
Sphingolipid a-hydroxylation, (478) 26 
Sphingomyelin, (469) 44; (472) 143: (475) 247: (478) 9 
Sphingomyelinase, (469) 44; (475) 247 
Sphingomyelinase activation, (478) 233 
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Sphingosine |-phosphate, (468) 189: (473) 81: (476) 55; (482) 97 


Sphingosine kinase, (476) 55 

Spider, (474) 208 

Spider venom, (474) 208 

Spin trap, (473) 58 

Spinal cord-derived growth factor, (475) 97 
Spinal muscular atrophy, (470) 207: (486) 99 
Spin-trapping, (471) 187 

Splice variant, (467) 128: (485) 13 
Splicing. (466) 337 

Sporulation, (478) 105 

Spot method, (479) 99 

SR protein, (465) 153 

Sre family kinase. (478) 260 

SRK, (473) 139 

SRK, (482) 102 

Ssn6, (473) 37 

Stability, (475) 192: (481) 249 

Stability in vivo, (476) 171 

Stabilized intermediate. (472) 67 
Staphylococcus aureus, (479) 6 
Staphylococcus aureus nuclease. (481) 169 
Staphylokinase, (474) 151 

Starch, (480) 277: (482) 113 

Statin, (478) 205 

Stch. (467) 348 

Ste2. (467) 22 

Ste4, (467) 22 

Stel 1, (467) 111 

STE20/p21-activated kinase family, (468) 234 
Steady state, (475) 121 

Steady-state fluorescence, (477) 157 
Steady-state kinetics. (476) 194 
Stearyl-Nle!’-VIP, (475) 78 

Stellate cell, (479) 146 

Stem cell, (475) 7: (486) 149 
Stereochemistry,. (465) 157 

Steroid, (486) 49 

Steroid conjugate, (474) 242 

Sterol C-24(28) reductase, (470) 83 

Sterol isomerase, (470) 102 

Sterol regulatory element-binding protein, (467) 326 
Sterol uptake, (470) 102 

Stoichiometry, (482) 180 

Stopped-flow mixing, (470) 203 
Stopped-flow spectroscopy, (484) 139 
Store-operated calcium channel, (478) 237 
Store-operated channel, (470) 269 
Streptolysin-O, (484) 179 

Streptomyces lividans, (477) 37 
Streptomyces olivaceoviridis, (482) 231 
Streptomyces seoulensis, (472) 57 
Streptozotocin, (478) 141 

Stress-activated protein kinase. (469) 19 
Striated skeletal muscle, (472) 73 
Structural domain, (467) 226 

Structural genomics. (476) 98 

Structural prediction, (473) 127 


Structure. (465) 87: (471) 182: (472) 225: (473) 237. 269: (477) 8: (485) 


40 
Structure classification, (476) 98 
Structure prediction, (475) 11: (476) 98 
Structure/function relationship, (469) 93 
Structure-activity relationship, (475) | 
Structure-function, (467) 22 
Styl MAPK, (486) 305 
Subconductance, (479) 10 
Submitochondrial particle, (468) 211 
Substance P, (486) 43 
Substituent effect. (478) 197 
Substrate access channel, (477) 157 
Substrate binding, (477) 157 
Substrate binding pocket, (476) 93 
Substrate recognition, (471) 103; (486) 173 
Subtelomeric interspersed repeat, (475) 167 
ol Subunit, (481) 235; (483) 125 
B Subunit, (481) 235: (483) 125 
B1-Subunit, (473) 132 


B6 subunit, (472) 62 

By subunit, (484) 179 

y> Subunit, (481) 235 

Subunit, (467) 65 

Subunit 6, (486) 297 

Subunit c, (472) 34 

Subunit interaction, (465) 169 
Succinate dehydrogenase, (470) 365 
Sucrose, (471) 219 

Sucrose sensor, (485) 189 
Sucrose transporter, (485) 189 
Sudden cardiac death, (479) 29 
Sugar recognition, (474) 76 
Sugar regulation, (479) 19 

Sugar transport. (468) 225: (476) 224 
SulA, (477) 224 

Sulfate transport, (475) 65 
Sulfate transporter, (477) 118 
Sulfation, (475) 61 

Sulfhydryl oxidase. (477) 62 
Sulfhydryl reactivity, (482) 237 
Sulfobromophthalein, (474) 242 
Sulfolobus solfataricus, (468) 11 
Sulfonylurea receptor, (482) 59 
Sulfur donor substrate, (472) 307 
Sulfur metabolism. (473) 63 
Sulfurtransferase, (472) 307 


Superoxide, (468) 89: (471) 187: (472) 39: (475) 93: (484) 139 


Superoxide dismutase, (483) 17, 21: (485) 113 
Superoxide radical anion, (472) 57 
Supply-demand analysis, (476) 47 

Suppression subtractive hybridization, (467) 299 
Suppressive. (473) 149 

Suppressor of cytokine signal, (480) 132 
Suppressor of cytokine signaling. (478) 100; (486) 33 
Suppressor of cytokine signaling 1. (472) 235 
Suprachiasmatic nucleus, (477) 106 

Surface plasmon resonance, (470) 151: (472) 73: (481) 281 
Surface plasmon resonance spectroscopy. (469) 24 
Surface pressure, (471) 56 

Surface property, (479) 118 

Survival. (468) 129, 134 

Survival motor neuron, (470) 207: (486) 99 
Swelling. (471) 108 

SWI/SNF., (476) 68 

Sword-tailed newt, (472) 267 

Syk. (472) 235 

Synapomorphic disulfide bond, (477) 203 
Synapse. (482) 189 

Synaptic vesicle, (482) 269 

Synaptosome, (473) 265: (481) 177: (486) 136 
Synaptotagmin, (482) 269 

Synchronisation, (476) 78 

Synechococcus sp. PCC 7942. (473) 337: (485) 173 
Synechocystis, (479) 72: (483) 47 

Synechocystis PCC6803, (473) 337 
Synpolydactyly, (473) 233 

Syntaxin, (470) 51 

Syntenin, (467) 299 

Synthase, (476) 253 

Synthetic ATPase inhibitor peptide, (482) 163 
Synthetic peptide, (469) 179: (479) 99 

Synthetic SSR(1-62), (468) 11 

Synthetic steroid RU 486, (467) 123 

Syntrophin, (482) 13 

o-Syntrophin, (482) 65 

Syringomycin E, (478) 26 

Systemic acquired resistance, (466) 213 

Systems modelling, (480) 42 


T 


T cell antigen receptor, (472) 235 

T cell receptor, (486) 38 

T cell receptor signaling. (470) 273 

I lymphocyte, (470) 350; (472) 259 

T8993G. (486) 297 

TABI. (474) 141 

TAK 1. (467) 160: (474) 141 

Talin, (466) 29 

Tandem mass spectrometry, (475) 131 

Tangier disease. (484) 275 

Targeted gene disruption, (476) 84 

Targeted RNA cleavage. (472) 179 

Targeted toxin, (466) 87 

Targeting, (473) 76: (477) 161 

Tat, (469) 118 

TATA-box, (483) 93 

TATA box-binding protein, (468) 149; (483) 71 
Tau, (465) 34; (485) 99 

14-3-3-t, (467) 61 

Tau assembly, (486) 270 

Tau phosphorylation, (469) 111 

Tau protein, (476) 89 

Tau protein mutation, (484) 265 

TBP-associated factor, (468) 149 

T-Ca?* channel, (475) 251 

Tem62p, (470) 365 

T-DNA, (467) 41. 47 

Technical application of bacteriorhodopsin, (476) 171 
Teleost fish, (468) 181: (473) 316: (486) 14 
Telokin, (479) 83 

Telomerase, (473) 241 

Telomerase inhibition, (467) 305 

Telomere, (470) 20; (473) 241: (475) 167: (481) 81 
Telomere-binding protein. (467) 305 
Temperature. (466) 59 

Temporin A, (479) 6 

Tenascin-C, (480) 189 

Terpenoid biosynthesis. (465) 157 

Tertiary interaction, (466) 273 

t-Test, (470) 65 

Testis, (486) 225 

Tetanus neurotoxin, (482) 119 

Tetanus toxin, (484) 129; (486) 136 
Tetracycline. (477) 263 

12-O-Tetradecanoy! phorbol-! 3-acetate, (467) 184 
Tetrahydrobiopterin, (473) 58: (475) 35: (485) 109 
Tetrahymena, (466) 273 
Tetramerization, (472) 83 
Tetramerization region, (485) 81 
Tetraphenylphosphonium, (480) 127 
Tetrapyrrole, (482) 252 
Tetratricopeptide repeat motif, (473) 
TGF-, (474) 71 

Th1/Th2, (465) 28 

Thalassemia, (466) 139 
Thapsigargin, (479) 5] 

Thermal denaturation, (476) 171 
Thermal stability. (466) 59: (472) 83: (473) 237: (476) 296: (483) 99 
Thermophilic archaea. (484) 261 

Thermophilic archaeon, (467) 195 

Thermoplasma acidophilum, (477) 278 

Thermosome, (477) 278 

Thermostability, (468) 48; (470) 65 

Thermostable enzyme, (467) 195 

Thermotolerance. (483) 169 

Thermus thermophilus, (476) 140 

Thermus thermophilus HB8, (482) 159 


227 


Thiamine, (475) 23 
Thiazolidinedione, (471) 119: (484) 37 

hioglucoside glucohydrolase (EC 3.2.3.1 myrosinase), (468) 243 
Thioglucoside (glucosinolate), (468) 243 

Thiol, (472) 225 
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Thiol addition, (469) 9 

Thiol metabolism, (484) 246 

Thiol potentiation, (484) 133 

Thiol-disulfide oxidoreductase, (477) 21 

Thioredoxin, (467) 245; (471) 240: (472) 109: (477) 21 

Thiosulfate :cyanide sulfurtransferase. (470) 147 

Thiouracil, (485) 109 

Three-dimensional, (473) 127 

Three-dimensional structure, (472) 169; (476) 287: (479) 118 

(474) 107 

Thrombin, (466) 197: (468) 115: (472) 297: (475) 57: (484) 87 

Thrombin receptor, (477) 199: (478) 173 

Thrombomodulin, (477) 199 

Thrombosis, (483) 155 

Thromboxane, (467) 201 

Thylakoid membrane, (470) 375: (471) 71 

Thymidine phosphorylase, (483) 181 

Thyroglobulin, (485) 67 

Thyroid hormone, (474) 242 

Thyroid hormone receptor, (481) 213 

Thyroid-stimulating hormone, (475) 27 

TIF 2, (468) 203 

Tight intermembrane contact, (465) 141 

Tight junction, (476) 258 

Tight junction strand, (476) 258 

Tilapia, (474) 5 

Time-resolved spectroscopy. (471) 89 

Tissue factor, (477) 208 

Tissue factor pathway inhibitor-2, (481) 31 

Tissue inhibitor of metalloproteinase, (473) 275; (481) 227 

Tissue inhibitor of metalloproteinases-1, (485) 117 

Tissue prokallikrein. (467) 165 

Tissue-type plasminogen activator, (482) 75 

Titvus cambridgei, (486) 117 

tmRNA, (470) 345 

Tn antigen, (469) 24 

Tn5-B21 mutagenesis, (482) 149 

TNF related apoptosis inducing ligand, (482) 193 

TNF related apoptosis inducing ligand induced apoptosis, (482) 193 

INF related apoptosis inducing ligand receptor. (482) 193 

TNFR-associated factor, (468) 129 

Tobacco, (466) 213: (467) 41, 47: (474) 11. 217 

Tobacco mosaic virus, (466) 305 

Tobacco protoplast, (480) 165 

«@-Tocopherol, (473) 24, 145 

Toll-like receptor. (467) 160 

TOMS, (468) 101 

Top-down elasticity analysis, (475) 84 

Topoisomer-like pattern, (473) 363 

Topology, (478) 13: (486) 267 

Topology of interaction, (471) 197 

Toroid, (480) 106 

Torque, (476) 113 

Toxic thyroid nodule, (486) 208 

Toxin, (470) 239 

Toxin binding. (467) 179 

Trace metal, (483) 155 

TRAMP. (485) 135 

Transacetylase, (479) 63 

Transactivation, (470) 77: (483) 114 

Transactivation response region RNA, (485) 47 

Transaldolase. (475) 205 

Transcription, (466) 80; (468) 109; (470) 102. 167; (472) 53: (473) 37: 
(474) 23: (476) 68: (481) 105: (482) 75: (484) 48: (486) 73. 143 

Transcription activation, (474) 121 

Transcription factor, (467) 341: (473) 169: (478) 141; (480) 84: (484) 
118 

Transcription factor ILA, (468) 149 

Transcription repressor protein TetR(D), (477) 263 

Transcriptional activator, (476) 312 

Transcriptional modulator, (468) 203 

Transcriptional regulation, (465) 103: (467) 87: (472) 9: (476) 62: (478) 
77: (482) 49 

Transcriptional regulator ZntR,. (473) 67 

Transcriptional repression, (471) 29: (473) 47; (484) 77 

Transducin, (473) 259 

Transduction, (485) 163 
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Trans-expression of Vpr, (469) 191 Tumor necrosis factor, (467) 299: (468) 129, 134: (472) 196: (473) 285: 
Transfection, (467) 231: (480) 239 (478) 221: (485) 195: (486) 23 

Transferrin, (466) 135; (483) 11 Tumor necrosis factor a, (465) 93: (472) 287: (473) 345; (477) 84: (481) 
Transferrin receptor, (483) 11; (484) 27 227: (483) 57 

Transformant, (484) 280 Tumor necrosis factor & converting enzyme, (473) 345 
Transformation, (484) 153 Tumor necrosis factor receptor, (469) 77 
Transformation inhibitor, (476) 213 Tumor necrosis factor-related apoptosis-inducing ligand, (471) 93 
Transformation suppressor gene, (481) 31 Tumor regression, (483) 78 

Transforming growth factor a, (474) 195 Tumor suppressor p53. (474) 159 

Transforming growth factor B signaling pathway, (486) 107 Tumorigenesis. (476) 203 

Transforming growth factor B superfamily. (468) 215 Tumorigenicity, (471) 51 

Transforming growth factor-B, (466) 160: (479) 123 Tunicamycin, (469) 123: (486) 320 

Transgenic, (480) 63: (486) 29, 99 Tup], (473) 37 

Transgenic fish, (483) 143 TWEAK, (485) 135 

Transgenic mouse, (466) 112: (470) 263: (479) 106; (482) 49 Twin-arginine translocase, (467) 97; (480) 271 
Transgenic plant, (469) 132: (479) 19 Twin-arginine translocation pathway, (472) 88 
Transgenic rice |Cys-peroxiredoxin tobacco, (486) 103 Two P domain K* channel, (471) 137 
Transglutaminase. (477) 268 Two-component system, (478) 227 

Transient absorption anisotropy, (465) 107 Two-dimensional crystallization, (469) 105 

Transient receptor potential, (485) 127 Two-dimensional gel electrophoresis. (480) 2 

Transit peptide, (471) 191; (481) 47 Two-dimensional nuclear magnetic resonance, (465) 148 
Translation, (470) 345: (483) 57; (484) 33 Two-dimensional phosphopeptide mapping. (485) 99 
Translation termination, (472) 213 Two-domain lectin, (468) 19 

Translational control, (467) 61 Two-hybrid, (467) 316: (480) 32 

Translational pausing, (482) 185 Two-hybrid assay, (471) 133 

Translocase, (476) 27 Two-hybrid interaction, (480) 37 

Translocation, (477) 73: (479) 63: (484) 118 Two-hybrid screen, (470) 227 

Translocon, (476) 229 Two-hybrid system, (468) 68: (475) 187: (484) 164 
Transmembrane, (478) 13 Two-photon, (479) 131 

Transmembrane helix, (477) 118 Type 2 diabetes, (473) 24 

Transmembrane transport, (472) 159 Type 3 copper protein, (474) 228 

Transmitter-gated channel, (475) 287 Type I and III collagen. (469) | 

Transplantation, (486) 121 Type I transforming growth factor-B receptor (ALK-5). (467) 128 
Transport, (470) 341: (483) 32 Type II phosphatidylinositol phosphate kinase, (475) 57 
Transporter, (471) 56: (475) 237: (483) 52: (485) 13 Type II pneumocyte. (467) 7 

Transposon mutagenesis, (477) 193 Type XIII xylan-binding domain, (482) 231 
Transrepression, (470) 77 Type XVI collagen, (469) | 

trans-Translation, (470) 345 Typical fold, (466) 283 

Trap vector. (480) 63 Tyrosinase. (474) 228 

B-Trefoil, (482) 119 Tyrosinase activation, (478) 57 

TRF2, (481) 81 Tyrosine, (471) 125; (472) 117 

Trichinella spiralis, (483) 104 Tyrosine hydroxylase, (477) 273 

Triglyceride synthesis, (475) 163 Tyrosine kinase, (466) 169; (472) 129: (474) 121: (475) 31: (477) 55: 
Triiodothyronine, (478) 4 (482) 54 

Trimethylamine N-oxide, (484) 265 Tyrosine phosphorylation, (474) 179; (481) 8 
2.4.6-Trinitrotoluene, (478) 295 Tyrosine repressor, (467) 87 
2’-(5"-Triphosphoribosyl)-3’-dephospho-CoA, (483) 165 Tyrosine O-sulfation, (470) 97 

Triple helix assembly, (469) 132 Tyrosylprotein sulfotransferase, (470) 97 

Triplex DNA, (470) 355 

TrkA-interacting protein, (469) 72 

tRNA, (466) 359; (481) 277 

tRNA identity, (472) 247 

tRNA specificity. (476) 140 f 

tRNA structure, (466) 359 

tRNA-dependent amidation, (476) 140 

3’ tR Nase. (472) 179 

Troglitazone, (484) 37 

Tropomyosin, (473) 71 U937, (473) 345: (478) 72 

Troponin, (479) 99 Ubiquinone, (467) 105; (480) 89 

Troponin I inhibitory peptide. (469) 168 Ubiquitin, (471) 17: (477) 193 

Trout, (481) 266 Ubiquitin conjugating enzyme, (471) 17 

Trypanosoma brucei, (473) 212 Ubiquitination, (466) 377: (475) 31 

Trypanosoma cruzi, (469) 29 Ubiquitin-dependent proteolysis. (468) 142 
Trypanosoma cruzi surface protein, (470) 305 Ubiquitin-like, (469) 123 

Trypanosome, (484) 82 Ubiquitin-like gene, (467) 348 

Tryptase, (468) 176 UCP. (484) 37 

Tryptic digestion, (468) 225 UDP-N-acetylglucosamine-2-epimerase/N-acetylmannosamine 
Tryptic fragment, (482) 252 kinase, (470) 315 

Tryptic hydrolysate, (467) 235 UDP-Gal., (473) 165 

Tryptophan. (471) 125: (484) 144 UDP-glucose :ceramide glucosyltransferase-|. (475) 247 
TSH receptor, (486) 208 UDP-glucuronosyltransferase |A9. (471) 1 

T-type. (478) 166: (481) 73 Ultrastructure, (474) | 

Tuberculosis, (473) 358 Ultraviolet B, (474) 195 

Bi-Tubulin, (470) 198 Ultraviolet visual pigment. (486) 167 

Tubulin folding cofactor, (470) 93 UNC104 subfamily. (486) 285 

Tubulin interaction, (478) 281 Unce-33, (480) 283 

Tumor cell trafficking, (467) 211 Unc-33 like phosphoprotein (Ulip). (480) 283 

Tumor invasion, (481) 31 Unconventional myosin, (484) 125 
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Uncoupler, (478) 237 Visna virus nucleocapsid protein, (476) 190 
Uncoupling, (470) 244; (471) 108: (474) 53 Vitamin, (475) 237 
Uncoupling protein, (467) 145: (470) 88: (480) 265 Vitronectin, (470) 40; (480) 169 
Uncoupling protein 3, (465) 135 Volatile aldehyde, (481) 183 
Unfolded protein response, (469) 123 Voltage clamp, (466) 327 
Unfolding, (473) 183 Voltage gated, (466) 26: (470) 189 
Unfolding intermediate. (473) 183 Voltage sensor, (479) 35 
Unfolding intermediate state. (476) 124 Voltage-gated calcium channel. (483) 125 
Unit loop contour length, (466) 283 Voltage-gated Na* channel. (466) 377 
5’-Untranslated region, (473) 42: (476) 272 Volutin, (473) 203 
uPAR, (470) 40 Vomeronasal organ, (476) 179 
Upstream stimulatory factor. (474) 146 VP1. (467) 359 
Uptake, (478) 260; (482) 265 v-Sre, (474) 121 
Urea, (473) 183: (474) 175 
Urinary tract infection, (479) 111 
Urine, (475) 52: (486) 10 
Urokinase. (466) 317: (476) 166 
Urokinase receptor, (476) 166: (486) 237 W 
Urokinase-type plasminogen activator receptor, (475) 52 
¥’-UTR, (477) 49 
Utrophin, (471) 229 
UvrB protein, (465) 161 
UvrB-C interaction, (465) 161 Water coordination, (483) 21 
UV-vis spectroscopy, (467) 221 Water oxidation, (467) 137; (477) 113 
Water oxidizing complex, (475) 103 
Water transport, (481) 293 
Wavepacket, (466) 209 
Weel. (486) 305 
V Western blotting, (467) 249 
Wingless, (474) 189 
Wobbler mouse, (481) 227 
Working stroke, (480) 293 
Wortmannin, (465) 69: (469) 111: (473) 113 
VacA cytotoxin, (481) 96 WSL-1,. (485) 135 
Vaccine antigen, (476) 84 WW domain, (466) 377: (480) 55 
Vaccinia virus, (466) 179 
Vacuolar type H*-ATPase, (486) 155 
Vacuolar type -pyrophosphatase, (486) 155 
Vacuole, (469) 137: (470) 232 


Vaginal discharge protein, (476) 179 X 
Vanilloid, (483) 52 


Vanillyl-alcohol oxidase, (481) 109 
Vanin, (483) 149 
Vascular biology, (473) 58 
Vascular endothelial growth factor, (469) 14; (473) 161: (474) 195: X chromosome, (478) 77 
(477) 258 Xanthine dehydrogenase, (475) 93; (480) 84 
Vascular smooth muscle, (467) 128 Xanthine oxidase, (475) 93: (480) 84 
Vascular smooth muscle cell, (467) 217; (481) 3 Xanthophyll cycle. (471) 71: (481) 101 
Vasoactive intestinal peptide. (475) 71. 78 Xenobiotic, (486) 49 
Vasodilator-stimulated phosphoprotein, (473) 119 Yenopus egg extract, (466) 287: (484) 108 
Vasopressin, (475) 175 Yenopus kinesin-like protein 4, (486) 285 
Vasopressin Vla receptor, (466) 255 Yenopus laevis, (482) 37; (483) 27: (486) 29 
Vasopressin V2 receptor. (466) 101 Yenopus laevis oocyte. (470) 135; (475) 291 
V-ATPase, (469) 137 Yenopus oocyte, (466) 225, 351; (478) 246 
vay, (467) 75 X-linked mental retardation, (481) 285 
Vav, (472) 99 X-ray crystallography, (465) 161; (468) 19; (471) 61 
VDAC. (466) 6 X-ray diffraction, (468) 23: (479) 141 
Vein graft, (470) 370 X-ray structure, (472) 114 
Ventricular fibrillation, (467) 12: (479) 29 XRCC4, (478) 67 
Ventricular myosin light chain 2 promoter, (478) 151 Xylanase, (482) 231 
Vertebrate, (486) 167 f31.2-Xylosyltransferase, (472) 105 
Vertebrate ancient opsin, (473) 316 
Vertebrate genome, (476) 3 
Vertebrate photoreception, (468) 181 
Very long chain fatty acid, (478) 205 
Vesicular transport, (470) 25 y 
Vibrio alginolyticus, (474) 165 
Vimentin, (470) 198 
Violaxanthin, (485) 168 
Violaxanthin de-epoxidase, (481) 101 
VIP36, (476) 32 Y-27632, (482) 85 
Viper venom protease, (477) 199 YadQ. (466) 26 
Viral fusion, (477) 145 
Viral hepatitis, (480) 132 177: (475) 237: (477) 193: (478) 267: (480) 37: (481) 13: (485) 19: 
Viral membrane protein, (482) 220 (486) 300 
Viral replication center, (471) 215 Yeast ERV/, (477) 62 
Virion specific. (469) 19] 


Yeast functional complementation, (475) 65 
Virus-like particle, (482) 261 


Yeast mitochondrion, (467) 145 
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Yeast two-hybrid, (467) 91: (470) 207: (481) 81; (484) 22 
Yeast two-hybrid analysis, (478) 227 

Yeast two-hybrid system, (484) 17 
Yeast-expressed non-muscle actin, (476) 155 
Yersinia, (465) 87: (482) 139 

Yersinia pestis, (472) 22 

YidC, (476) 229 

Yin Yang 1, (467) 359 

YME1, (478) 267 

Yop, (482) 139 

YopO, (482) 139 

YpkA, (482) 139 


Z 


70Z/3 Chl, (470) 273 
Zebrafish, (474) 5; (475) 287 
Zellweger syndrome, (476) 42 
Zervamicin, (466) 333 
Zeste-white 3, (474) 189 
Z{9/KLF6, (473) 95 

Zinc finger domains, (476) 190 
Zn(II), (473) 67 

Zn(II) binding, (467) 189 
Zymogen, (467) 165 
Zymogram, (466) 317 
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Introduction 
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words and summarize the question being addressed and the pertinent findings: the key words should reflect significant factors of the investigation as a whole. 
On subsequent pages, the Introduction (1.) should be followed by numbered sections: 2. Materials and Methods. or 2. Experimental; 3. Results; 4. Discussion. 
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basis of the manuscript. The Editorial Office reserves the right to edit titles for length and clarity. 
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resubmissions and will carry only the date of receipt of the revised version. Revised manuscripts should be submitted directly to the handling Editor. 


The author(s) for correspondence and full postal address should be indicated in a footnote on the title page, along with e-mail address and telephone and fax 
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proper table layout. The heading of the table should make its general meaning understandable without reference to the text. 
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@ Output from desktop publishing software contains extra coding which interferes with normal file processing. Such DTP output should be avoided. 
@ Please label the disk with the soft- and hardware used and the names of the files. 


The electronic file must be the final. corrected version of the article, including all revisions, and must exactly match the printed version. Please pay particular 
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Preparation of Figures 


All figures should be designed to economize on space, and ideally should be made to fit one printed column (width 8 cm). They should be provided in the size 
they are going to eventually appear in print. Whenever possible, figures will be returned if this is requested when the manuscript is submitted. 


Nucleic acid and deduced protein sequences are published only when there is a special need to do so; instead. database accession numbers should be given. 
Authors wishing to show detailed sequences, alignments, or other such figures may annex that data to the Web version of the article. 


Original figures should be of sufficiently high quality with respect to detail, contrast, and sharpness. For detailed instructions regarding the production of high 
quality figures, please visit Elsevier's guide to electronic artwork at http://www.elsevier.nl/locate/authorartwork 
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Ethics of Experimentation 
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explicitly 


Proofs 
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Only when specifically requested on the title page at the time of submission and endorsed by the accepting Editor on the acceptance form, will proofs be faxed to the 
authors to check for minor errors; response within 24 hours is a MUST. 

If the authors wish to introduce extensive changes (at the issue manager's discretion) the proofs will be sent to the accepting Editor and be treated as a revised 
version. Amendments requiring this extra procedure at the proof stage may thus delay the appearance of the paper by some weeks. 

As noted on the FEBS Letters homepage, http://www.elsevier.nl/febs, copies of articles in press are uncorrected, and are not intended the proofing purposes. 
By the time prepress proofs are posted on the site, the correction process is already underway. In due course these proofs are replaced with the printed version. 


Requests for Permission to Reproduce Material from Published Articles 


Authors who wish to reproduce figures, tables and text from articles published in FEBS Letters for non-commercial purposes may do so, providing the original 


publication is acknowledged accordingly and the authors’ approval is obtained. No special permission is needed from either the Publisher or the Managing 
Editor for this 


Reprints 


Upon acceptance of a paper the submitting author will receive an order form on which all authors’ reprints of that article may be ordered. including the 50 free 
reprints. In addition, the author should supply missing or supplementary material as requested. The intact reprint order form should be returned as soon as 
possible to: FEBS Letters, Log-In Dept., Elsevier Science BV, PO Box 2759, 1000 CT Amsterdam, the Netherlands. 


Publication Matters 


Address all queries concerning accepted manuscripts to: FEBS Letters, Log-In Dept. Elsevier Science BV, PO Box 2759, 1000 CT Amsterdam, The Nether- 
lands (Fax: (31)-20-485 3271; e-mail: m.bouayad@elsevier.nl), specifying the Editor's code and manuscript number. 


Press releases: Authors who wish to issue a press release on some of their material which has been accepted by us, can do so whenever they want to. However, 
the best time for a press release is after completion of the typesetting of the issue, i.e., usually about two weeks before the dispatch date. Only then is the correct 
and complete reference known. The initiative of a press release may be taken by the handling Editor, who will get in touch with the authors and with the 
Managing Editor for this purpose. 


Other enquiries 


For enquiries relating to the status of accepted articles through our Online Article Status Information System (OASIS), author Frequently Asked Questions 
and any other enquiries relating to Elsevier Science, please consult http://www.elsevier.com/locate/authors/ 


Contact details for questions arising after acceptance of an article, especially those relating to proofs, are provided when an article is accepted for publication. 


Sequence Data Submission and Accession Numbers 


Authors must be aware that all new nucleotide sequence data must be submitted together with a completed data submission form to the EMBL Nucleotide 
Sequence Database. The database accession-number is included in the manuscript. 
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